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Expertise in Biostatistics, Bioinformatics & Computational Biology

Computing Cancer Genomics Microbiome
R/ Perl / Python Targeted-tissue 16S rRNA amplicon
Linux HPC / AWS Targeted-plasma Metagenomics
MySQL / PHP CtDNA / cfDNA Metatranscriptomics
. L Whole-exome Metabolomics
Biostatistics Mutational burden Bacterial genomics
Machine learning Mutational signatures Phylogenetics
Biomarker dlgcovew HLA typing
IVD V&V studies Neoantigen analysis
Regression RNA-seq
Survival analysis TCR-seq

Ordination methods
Longitudinal analysis
Power analysis

Experience

January 2014 — Present

Founder | Resphera Biosciences

Resphera Biosciences provides state-of-the-art computational and biostatistical analysis services to advance
translational research in medicine and biotechnology.

June 2011 — December 2014
Independent contractor
Research specialist in computational biology and statistical analysis

June 2010 — April 2013
Bioinformatics software engineer Il — The Institute for Genome Sciences — University of Maryland School of Medicine
Development of automated cloud-based bioinformatics pipelines for microbiome and other multi-omics datasets

May 2008 — August 2008

Neural prosthetics algorithms group — Johns Hopkins Applied Physics Lab

Designed and implemented decision fusion framework (Kalman filtering and artificial neural networks) for multimodal
neural prosthetic devices (DARPA-sponsored)

May 2007 — May 2010
Metagenomics research group — University of Maryland College Park
Development of novel statistical methods for comparative and longitudinal metagenomic data analysis

Fducation

University of Maryland — College Park, 2006 — 2010
Ph.D. Applied Mathematics and Scientific Computation — May 2010

University of Maryland — College Park, 2002 — 2006
B.S. summa cum laude, Mathematics — May 2006
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Gastrointestinal Tract Cancers. JAMA Network Open. 6:2, February 2023.

Scharpf RB, Balan A, Ricciuti B, Fiksel J, Cherry C, Wang C, Lenoue-Newton ML, Rizvi HA, White JR, Baras AS,
Anaya J, Anagnostou V. Genomic Landscapes and Hallmarks of Mutant RAS in Human Cancers. Cancer
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signatures in low-coverage whole genome sequencing of cell-free DNA. Nature Communications. 13:1,
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clinical response to immunotherapy. Journal for Immunotherapy of Cancer. 10:6, June 2022.
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Xue J, Rieg JA, Thomas L, White JR, Rieg T. Intestine-Specific NHE3 Deletion in Adulthood Causes Microbial
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murine colon tumorigenesis that is sensitive to immune checkpoint therapy. Cancer Discovery. 11:1, June
2021.

Shaikh FY, White JR, Gills JJ, Hakozaki T, Richard C, Routy B, Okuma Y, Usyk M, Pandey A, Weber JS, Ahn J,
Lipson EJ, Naidoo J, Pardoll DM, Sears CL. A Uniform Computational Approach Improved on Existing
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